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For bond-length data, see: Allen et al. (1987) . For background to benzimidazoles and their applications, see : Chassaing et al. (2008) ; Podunavac-Kuzmonovic et al. (1999) ; Xue et al. (2011) . For related structures, see : Eltayeb et al. (2007; Maldonado-Rogado et al. (2007) . For the stability of the temperature controller used in the data collection, see : Cosier & Glazer (1986) .
Experimental
Crystal data [ZnCl 2 (C 13 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 (Chassaing et al., 2008) and inhibitory activity against enteroviruses (Xue et al., 2011) . The complexes of transition metal salts with benzimidazole derivatives have been extensively studied as models of some important biological molecules (Podunavac-Kuzmonovic et al., 1999) . As part of our ongoing structural studies of benzimidazoles (Eltayeb et al., 2007; and as an extension of investigation on their complexes, the title zinc(II) complex, (I), is reported here.
Complex (I) is a mononuclear zinc(II) complex ( (Allen et al., 1987) .
In the crystal structure ( The mixture was refluxed with stirring for 3 h. The resultant solution was filtered and the filtrate was evaporated to give a yellow solid product. Yellow block-shaped single crystals of the title compound suitable for X-ray structure determination were obtained by slow evaporation of an ethanol solution at room temperature after several days.
Refinement
All H atoms were positioned geometrically and allowed to ride on their parent atoms, with d(N-H) = 0.82 Å for NH; 0.88 and 0.94 Å for NH 2 , d(C-H) = 0.93 Å for aromatic. The U iso values was constrained to be 1.2U eq of the carrier atoms. The supplementary materials sup-2 highest residual electron density peak is located at 0.64 Å from Cl1 and the deepest hole is located at 0.49 Å from Cl1. An outliner reflection (2 4 3) was omitted.
Figures Fig. 1 . The molecular structure of the title compound, with 50% probability displacement ellipsoids. 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cryosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (11 
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